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In the above article the second affiliation for the third author, Franz-

Josef Muller, was inadvertently published as ‘Department of

Psychiatry and Psychotherapy, Zentrum für Integrative Psychiatrie

gGmbH, Universitätsklinikum Schleswigholstein-Holsten, Campus

Kiel, Kiel, Germany.’ The name of the University has now been cor-

rected to read ‘Universitätsklinikum Schleswig-Holstein.’

The author apologises for the error.
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