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Corrigendum

Nanopype: a modular and scalable nanopore
data processing pipeline

Pay Giesselmann’, Sara Hetzel', Franz-Josef Miiller'?,
Alexander Meissner' and Helene Kretzmer'
'Department of Genome Regulation, Max Planck Institute for Molecular Genetics, Berlin, Germany and

2Department of Psychiatry and Psychotherapy, Zentrum fiir Integrative Psychiatrie gGmbH, Universitétsklinikum
Schleswig-Holstein, Campus Kiel, Kiel, Germany

Bioinformatics (2019), doi: 10.1093/bioinformatics/btz461 gGmbH, Universititsklinikum Schleswigholstein-Holsten, Campus
Kiel, Kiel, G . Th f the University h b -
In the above article the second affiliation for the third author, Franz- 1 e er‘mar'1y . A.e na'm'e orte mve.rsny s 'n()’w een cor

. . rected to read ‘Universitdtsklinikum Schleswig-Holstein.
Josef Muller, was inadvertently published as ‘Department of

Psychiatry and Psychotherapy, Zentrum fiir Integrative Psychiatrie The author apologises for the error.
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