
Parvovirus B19 infection in pregnant women can lead to
anaemia, non-immune hydrops fetalis and foetal death. The
aim of the study is determining the susceptibility to Parvovirus
B19 in childbearing age women.
Methods:
We conducted a prospective seroepidemiological study in
which 90 healthy women of childbearing age (19 to 40 years)
were tested during the period September-October 2018 in
Medical Center ‘‘Clinical Institute for Reproductive
Medicine’’- Pleven, Bulgaria. Participants were surveyed on a
voluntary basis. The exclusion criteria were: presence of
autoimmune disorder, immunosuppressive states, malignancy
and populations at risk such as persons under 18 years of age
and pregnant women. The presence of specific Parvovirus B19
IgG was detected using a standardized anti-Parvovirus B19
(IgG) ELISA kit. The demographic and anamnestic data were
collected for each participant in Case Report Form.
Results:
The average age of the women was 31.4 � 4.9 years.
Dominating were women with higher education (52.2%)
living in urban areas (92.2%). The survey results showed that
37.8% of women were positive for anti-Parvovirus B19 IgG,
61.1% were negative and 1.1% equivocal. Immunty to the virus
increased from 27.3% to 45% with age. There was no
significant correlation between the presence of antibodies
and the demographic factors (living area, education and
number of family members).
Conclusions:
The results of this study imply that 61.1% of the childbearing
age women in Pleven region are susceptible to infection with
Parvovirus B19. Because of the high susceptibility to Parvovirus
B19, active monitoring of risk groups pregnant women for the
prevention of fetal complications is recommended.
Key messages:
� There is no specific treatment or prophylaxis against

Parvovirus B19 infection and epidemiological surveillance
requires the introduction of effective preventive measures at
the public health level.
� Active monitoring in childbearing age women is necessary to

reduce the risk of fetal damage and the cost of healthcare
associated with the infection.
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Background:
Rotavirus (RV) is the most common cause of gastroenteritis
(GE) among children under 5 years. Since 2012 Friuli Venezia
Giulia (FVG) Region (Italy) has offered free RV vaccination to
low birthweight preterm and other at-risk babies. Starting
from 2018, the offer has been extended to all newborns. Aim of
the study is to investigate the effectiveness of RV vaccination
offer on coverage and GE-related hospital admissions among
FVG children under 1 year between 2010-2018.
Methods:
With a retrospective analysis we identified FVG Region
children <1y with at least one dose of RV vaccine and children
<1y admitted to hospital with a diagnosis of Non-Specific GE
(NSGE; ICD9-CM codes 001-009) and RVGE (008.61) from
2010 to 2018. Vaccination coverage and hospitalization risk in
each annual child cohort were calculated. Hospitalization and
vaccination data were also linked using a univocal anonymous
stochastic key.

Results:
Of 77,330 children (51% males) born in FVG during 2010-
2018, 8209 (11%) were vaccinated for RV. Coverage
progressively increased from 0.2% in 2010 (22/9736) to 23%
in 2017 (1782/7747) and then almost tripled in 2018 reaching
67% (5006/7425). During the 9 years observed, 414 children
were hospitalized for NSGE (0.5%) and 172 for RVGE (0.2%).
NSGE hospitalizations started from 48 (0.5%) in 2010 and
reached 58 (0.8%) in 2018. Admissions for RVGE were 27
(0.3%) in 2010 and decreased to 15 (0.2%) in 2018. Annual
hospitalization rate fluctuated with no clear pattern. In the
observation period, 11 RV vaccinated children were admitted
to hospital for NSGE (2.6% of total NSGE admissions), 1 of
them specifically with RVGE.
Conclusions:
The offer of RV vaccination to newborns results to be effective
to gain vaccine coverage among children under 5 years. The
impact of this offer on GE-related hospital admission and
RVGE in particular cannot be properly evaluated yet, as not
enough time has passed since the implementation of free offer
to all newborns.
Key messages:
� Defining and implementing an appropriate vaccination offer

is essential to ensure adequate levels of coverage against
Rotavirus among children under 5 years.
� The evaluation of the effect of Rotavirus vaccination on

hospital admissions for NSGE and RVGE needs a careful
and continuous assessment in next years.
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Background:
Tunisia is not spared from the scourge of healthcare associated
infections (HAIs). National surveys on the prevalence of HAIs
on a given day have regularly taken place in health facilities.
We aimed to describe bacteriological profile as well as
treatment modalities of HAIs in Sahloul Hospital for the last
five years.
Methods:
We conduct every year a prevalence survey, as part of the
program for the prevention and control of HAI at Sahloul
Hospital. It is a cross-sectional study of one-day prevalence
with a single pathway. All departments were included in the
survey, except emergency and hemodialysis services due to
their very short length of stay. Data collection was carried out
using NosoTun plug (national HAI prevalence survey).
Results:
Over five years, prevalence of HAI ranged from 11.4% in 2014
to 7.1% in 2018. In 2014, bacteriological analysis was
performed in 55.8% of HAI cases. In 66.6% of cases
(n = 16), isolated bacteria were gram negative bacilli, the
most frequent were Pseudomonas aeroginosa. In 2015, 17
germs were identified, and in 88.2% of cases (n = 5), isolated
pathogens were also gram-negative bacilli, the most frequent
were Pseudomonas aeroginosa (n = 4) and Acinetoobacter
baumanii (n = 3). Besides, cephalosporin 3rd generation was
the most frequent antibiotic used for the treatment. However,
in 2016, Klebsiella Pneumoniae was the most frequent germ
isolated. Among those infected patients, 26 were treated
(92.8%). In 2017, 26 germs were identified, the most frequent
were Gram Negative Bacilli (53.8%), mostly Escherichia coli
and Pseudomonas aerginosa, followed by Acinetobacter
baumanii. in 2018, 16 germs were identified, the most frequent
were Gram Negative Bacilli (55.5%), mostly Klebsiella
Pneumoniae.
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Conclusions:
The challenges for the future are to minimize infection with
gram-negative bacilli while limiting the emergence of anti-
biotic resistant organisms.
Key messages:
� Our study helped us to have an insight into the most

common isolates identified throughout the last five years.
� An incidence survey was carried out to better highlight the

impact of healthcare associated infections in our hospital.
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Background:
Contact tracing forms a key part of tuberculosis (TB) control
in high-income, low-incidence settings. It aims to reduce
morbidity, mortality and onward transmission of TB. Contact
tracing is a complex and resource intensive intervention. Risk
assessment of contacts is needed to ensure appropriate
allocation of resources and greatest possible impact. Current
prioritisation procedures are based on expert opinion and
consensus. Prognostic prediction models offer a way to
synthesise evidence about this decision.
Methods:
We searched Medline, Embase, BNI, CINAHL, HMIC, and the
Cochrane Library for peer reviewed publications in English
about TB contact tracing prediction models. Studies were
included if there was statistical combination of predictors. No
date, age or other restrictions were applied. Study selection was
carried out by two independent reviewers. Data were extracted
using the CHARMS checklist and studies evaluated for risk of
bias using PROBAST.
Results:
Five reports were selected from a total of 16,585 non-identical
returns. Each study was carried out in demographically distinct
settings (Peru, USA, France, Taiwan). The choice and
definition of outcomes and predictors varied. All the models
included external validation and some included internal
validation. Calibration and discrimination measures were
variably reported. The models were at high risk of bias due
to challenges in defining TB disease and due to statistical
approaches taken: there was poor reporting of sample size
considerations, universal use of univariable analysis to select
predictors, and dichotomisation of data. There were some
concerns about applicability due to differing populations and
diagnostic approaches. None of the models included social risk
factors.
Conclusions:
The use of existing models is problematic. There are
constraints upon resources which means that contact tracing
needs to be carried out efficiently. A robust prediction model is
urgently needed to achieve this.
Key messages:
� Contact tracing for tuberculosis would benefit from more

robust prioritisation tools to save resources and increase
impact.
� Existing prognostic prediction models are at high risk of bias

and there are concerns about applicability in high-income,
low-incidence settings.
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Background:
Measles remains a significant cause of death among children
globally, despite the availability of effective vaccine. While

global measles deaths have decreased by 84% worldwide from
2000 to 2016, measles is still common in many countries,
particularly in Africa and Asia: during 2016 7 million people
were affected. In Ukraine 12,000 people suffered from measles
in 2012. The last outbreak in Ukraine started in 2017,
continued in 2018 and it is ongoing in 2019. Totally about
100,000 people fell ill, 31 died and it is one of the biggest
outbreaks in Europe in the last 20 years. Our work was aimed
to analyze the measles outbreak in Ukraine and find out its
causes in 2017-2019.
Methods:
We conducted an analysis of measles incidences in Ukraine
during the period 2017 - 2019 using analytical and epidemio-
logical methods.
Results:
The number of reported measles cases was: in 2017 - 4782 in
2018 - 53,219, 3 month of 2019 - 34,188. In 2016 the number
of measles cases was 102. The incidence rates of measles per
100,000 population were: in 2016 - 0,24; in 2017 - 11,2; in 2018
- 125,2; in 2019 (3 month) - 80,4. Comparatively to the 2016
incidence rates increased 46 times in 2017 and 521 times in
2018. The percentage of children among suffered people was:
in 2017 - 66,6%; in 2018 - 55,3%; in 2019 - 47,8%. According
to the national vaccination schedule, 1 dose of MMR (MMR1)
vaccine children get in 12-month age, the second dose
(MMR2) - in 6-years age. Vaccination coverage of MMR1
and MMR2 vaccines has significantly decreased during the
period 2008-2016 from 96% to 45% due to challenges in the
procurement of vaccines in the country and antivaccination
campaigns.
Conclusions:
Measles epidemic situation was caused by accumulation of a
significant pockets of non-immune population.
Key messages:
� Measles epidemic situation was caused by accumulation of a

significant pockets of non-immune population.
� The robust supplementary vaccination campaign among

children and adult will allow to overcome measles outbreak
in Ukraine.

Influenza vaccine among future health care workers:
a cohort study on Italian medical students
Alessio Corradi

A Corradi1, F Bert1,2, E Pompili1, D Catozzi1, A Hordila1, G Voglino1,
MR Gualano1, R Siliquini1,2

1Department of Public Health Sciences, University of Turin, Turin, Italy
2Molinette Hospital, City of Health and Science of Turin, Turin, Italy
Contact: corradi.alessio@gmail.com

Background:
Flu vaccination rates among health workers remain low and
very variable between European countries despite the recom-
mendations. Medical schools could be the best phase to
educate health workers toward flu vaccine. This study aims to
evaluate flu vaccine ‘‘prejudice’’ and vaccine hesitancy in
medical students (MSs).
Methods:
In 2018/19 flu season a cohort study was conducted at the
School of Medicine of Turin, parallel to the flu vaccination
campaign. Students were surveyed for sociodemographic
variables, knowledge, attitudes and practices toward vaccina-
tion, adverse reactions, overall satisfaction toward received
vaccination. Data was collected from 377 students.
Multivariable logistic regressions were performed. The sig-
nificance level was p� 0.05.
Results:
Females were 70% and median age was 24 (IQR 22.5-25). The
73.2% of the sample was vaccinated in the campaign, although
the 60% of this had never been vaccinated before. Poor
knowledge on flu vaccine, both self- and objectively assessed,
was associated with lower vaccination rate (OR 0.23,
p = 0.006; OR 0.15, p < 0.001 respectively). Vaccination was
more likely in those who had been vaccinated in the last 3 years
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