0021-972X/06/$15.00/0
Printed in U.S.A.

The Journal of Clinical Endocrinology & Metabolism 91(12):5038-5043
Copyright © 2006 by The Endocrine Society
doi: 10.1210/j¢.2006-0828

Exon 3-Deleted/Full-Length Growth Hormone Receptor
Polymorphism Genotype Frequencies in Spanish Short
Small-for-Gestational-Age (SGA) Children and
Adolescents (n = 247) and in an Adult Control
Population (n = 289) Show Increased fI/fl in Short SGA

Laura Audi,* Cristina Esteban,* Antonio Carrascosa,” Rosa Espadero, Annalisa Pérez-Arroyo,
Rosa Arjona, Maria Clemente, Hartmut Wollmann, Linda Fryklund, Luis A. Parodi, and the Spanish SGA

Study Group™*

Department of Pediatrics (L.A., C.E., A.C., A.P.-A., R.A., M.C.), Hospital Vall d’Hebron, Autonomous University, 08035
Barcelona, Spain; Medical Unit (R.E.), Pfizer Spain, 28108 Madrid, Spain; WW Medical Endocrine Care (H.W.), Pfizer
GmbH, 76032 Karlsruhe, Germany; WW Endocrine Care Team (L.F.), Pfizer Health AB, 191-90 Sollentuna, Sweden; and
Clinical Polyomics (L.A.P.), Pfizer Inc, New York, New York 10017

Context: A polymorphism in the human GH receptor gene (d3/fl-
GHR) resulting in genomic deletion of exon 3 has been associated with
the degree of height increase in response to GH therapy.

Objective: The objective of the study was to evaluate the frequencies
of d3/fl-GHR polymorphism genotypes in control and short small-
for-gestational-age (SGA) populations.

Design: An adult control population with heights normally distrib-
uted (ACPNH) between —2 and +2 sb score (SDS) and a short non-
GH-deficient SGA child population were selected.

Setting: Thirty Spanish hospitals participated in the selection of the
short non-GH-deficient SGA children in the setting of a controlled,
randomized trial, and one of these hospitals selected the ACPNH.

Controls and Patients: Two hundred eighty-nine adult subjects of
both sexes constituted the ACPNH and 247 children and adolescents
of both sexes the short SGA patients.

Main Outcome Measures: Heights and weights were recorded in
the ACPNH, and auxologic and biochemical data were recorded at
each hospital for the SGA patients; d3/f[-GHR genotypes were de-
termined and data analyzed in a single hospital.

Results: In short SGA patients, d3/f[-GHR genotype frequencies
were significantly different from those in ACPNH, with a higher
frequency of f1/fl genotype (P < 0.0001). In ACPNH, a trend toward
diminished d3/d3 genotype frequency was observed in the shortest
height group (height =—1 SDS and =-2 SDS, n = 60).

Conclusions: Our data showed significant differences in the fre-
quency distribution of the d3/fI-GHR genotypes between a normally
distributed adult height population and short SGA children, with the
biologically less active fI/fl genotype being almost twice as frequent
in SGA patients. These data suggest that the d3/fI-GHR polymor-
phism might be considered among the factors that contribute to the
phenotypic expression of growth. (J Clin Endocrinol Metab 91:
5038-5043, 2006)

A POLYMORPHISM IN the human GH receptor gene
(d3/f-GHR) resulting in genomic deletion of exon 3
has been reported (1, 2) and recently associated with the
degree of height increase in response to GH therapy in short
French children born small for gestational age (SGA) or with
idiopathic short stature (3), German Turner syndrome pa-
tients (4), and Brazilian GH-deficient children (5), although
other studies found no such association (6, 7).

The frequency of this polymorphism has been reported in
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several control and patient cohorts; however, neither its as-
sociation with adult height in a control population with
heights normally distributed (ACPNH) between —2 sp score
(SDS) and +2 SDS nor the comparison of frequencies be-
tween short non-GH-deficient SGA children and ACPNH
have been described.

The aims of our work were to evaluate the frequency of
d3/fl-GHR polymorphism in a Spanish ACPNH composed of
289 subjects of both sexes and in a large population of short
SGA Spanish children and adolescents (n = 247). Relative
d3/fl-GHR genotype frequencies and associations with
height-SDS were evaluated in each population, and genotype
frequencies were compared.

Subjects and Methods
Adult control height population
The adult control population was composed of 289 Caucasian subjects

(127 men, 162 women; age range 25-50 yr) from the Barcelona area,
voluntarily recruited from the medical, nursing, and laboratory staff of
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our hospital and parents of children who attended our pediatric out-
patient endocrine clinic. Subjects had to fulfill the following criteria:
Iberian Peninsula (except Basque) family origin and no family history of
pathologic short stature. None had received therapy with GH or any
other anabolic agent. A single subject per family was included.

Height and weight were recorded in our clinic and the corresponding
SDS were calculated as follows: recorded value (centimeters) minus
mean sex-matched control value (centimeters) and the result divided by
the corresponding sp. Body mass index (BMI) and BMI-SDS were also
calculated. Because a secular growth acceleration was recently reported
by us in a Spanish adult height population, SDS for subjects over 30 yr
were calculated with the Spanish reference data obtained 20 yr ago (8)
and height SDS of subjects under 30 yr with the data obtained in 2004
(9). Heights for these individuals were normally distributed between —2
and +2 SDS (mean —0.016): 32 women and 28 men between —2.000 and
—1.010; 97 women and 73 men between —1.000 and +0.910, and 33
women and 26 men between +1.010 and +1.980.

Short SGA population

The short SGA population consisted of 247 Spanish Caucasian sub-
jects (122 boys and 125 girls) (Table 1) included in a 2-yr prospective and
controlled trial. Thirty hospitals participated, and patients were re-
cruited from September 2001 to December 2002. Inclusion criteria were:
gestational age greater than 35 wk; birth weight and/or birth length less
than —2 sp (10); age over 3 yr; height less than —2 sp (9); never having
been treated with GH or other anabolic agents; normal thyroid, kidney,
gastrointestinal, pulmonary, and liver function; GH response peak
greater than 10 ng/ml; and normal karyotype in girls. Exclusion criteria
were: neonatal brain injury, chromosome disorders, malformation syn-
dromes, chronic diseases, and steroid therapy.

Height and weight were recorded by their physicians at inclusion and
the corresponding height SDS were calculated (9) (Table 1). Growth
velocities during the 6-12 months before inclusion (PGV) were also
recorded, and the corresponding SDS were calculated using age-, sex-
and pubertal stage-matched control values recently reported in a Span-
ish longitudinal study (11) (Table 1). One hundred eighty-seven were
prepubertal (95 boys, 92 girls), and puberty (Tanner II or III) had begun
in the other 60 (27 boys, 33 girls). Paternal and maternal heights were
also measured by the physician at the time of inclusion in the study in
237 SGA children and adolescents (117 boys, 120 girls) (Table 1). The
corresponding target height was calculated according to the same cri-
teria used in the normal control population. BMI and BMI-SDS were
calculated (Table 1).

Serum IGF-I and IGF binding protein (IGFBP)-3 were measured at entry
into the study in 85 boys and 69 girls and expressed as SDS according to
age- and sex-matched controls and the ratio IGF-I to IGFBP-3 (nanograms
per milligram) calculated (Table 1).

Genotyping

Genomic DNA was obtained from peripheral blood. Amplification of
a 3248-bp segment containing the GHRwt-GHRd3 polymorphisms re-
ported by Stallings-Mann et al. (12) for the exon 3-surrounding region
of the GHR gene was carried out. DNA was amplified by PCR using a
multiplex strategy described by Pantel et al. (2) with modifications.

J Clin Endocrinol Metab, December 2006, 91(12):5038—-5043 5039

Briefly, 200 ng genomic DNA was added to a 50-ul reaction mixture of
1.5 mm MgCl,, 0.5 mm each dNTP, 0.2 um of each primer, and 0.5 U
Phusion high-fidelity DNA polymerase (Finnzymes, Espoo, Finland).
The G;, G,, and G; primers are described in GenBank accession no. AF
155912. Cycling conditions were as follows: initial step of denaturation
of 30 sec at 98 C, followed by 40 cycles consisting of 98 C, 10 sec; 60 C,
30 sec; 72 C, 1 min 30 sec, followed by a final extension step of 7 min.
Amplification products were analyzed by electrophoresis (90 V, 15 min
at room temperature of 25 C) on premade 48-well 1.2% agarose gel
containing ethidium bromide (ready-to-run agarose gel; Amersham Bio-
sciences, San Francisco, CA).

When homozygous d3/d3 genotype was detected (a single band cor-
responding to 532 bp) and/or when a band potentially corresponding
to the 935-bp product was mildly amplified, a new PCR amplification
using only G, and G; was carried out from DNA, in the same conditions,
followed by analysis by electrophoresis to reveal the 935-bp product if
mildly amplified in the multiplex reaction. In our experience, this second
PCR led to the full-length allele (f) amplification and consequently to a
heterozygous genotype (d3/fl) assignment in a total of 20% of homozy-
gous d3/d3 in the first PCR.

Hormone measurements

Serum GH was measured in all short SGA children in sera from
stimulation tests in each hospital laboratory by commercial assays. Se-
rum IGF-I and IGFBP-3 were measured in a central laboratory by com-
mercial RIA assays (Nichols Institute, San Juan Capistrano, CA).

Ethics

This work was approved by the Ethics Committee of Vall d'Hebron
Hospital for the adult control population and the corresponding com-
mittees of each participating hospital for SGA patients and parents.
Written informed consent was obtained for each subject older than 12
yr of age, and informed consent was also obtained from parents or legal
guardians for all patients regardless of age.

Statistical analysis

Results were expressed as percentage and as mean = sp. Standard-
ized height in the control population was analyzed for normal distri-
bution by the Kolmogorov-Smirnov test (x* = 2.882; P = 0.4733). Hardy-
Weinberg equilibrium (HWE) was calculated according to standard
procedures using x* analysis. Differences for d3/-GHR genotype fre-
quencies between short SGA patients and controls and between height-
SDS groups in the control population were analyzed by the x* test.
Differences between d3/fl-GHR genotypes for anthropometric parame-
ters in short SGA patients were assessed using the ANOVA Fisher’s
protected least significant difference test. The Statview 4.5 program
(Abacus Concepts, Inc., Berkeley, CA) was used.

Results
Adult control population with normal height distribution

Similar frequencies for the three d3/f-GHR genotypes
were found in both sexes (data not shown), the entire pop-

TABLE 1. Anthropometric, hormonal, and parent height data in the 247 non-GH-deficient short SGA children and adolescents at

genotype evaluation (mean * SD)

Boys (n = 122)

Girls (n = 125)

Age 9.3 £ 35 8.6 = 3.0
Height-SDS -3.24 = 0.74 -3.29 = 0.74

PGV (cm/yr) 4.8 +1.3 47*+1.1
PGV-SDS -1.18 = 1.11 -1.66 = 1.35
BMI-SDS -0.80 = 1.13 -0.77 = 0.79
IGF-I-SDS —1.06 = 1.33 (n = 85) —0.62 = 1.34 (n = 69)
IGFBP3-SDS +0.60 = 0.92 (n = 85) +0.74 = 1.04 (n = 69)

IGF-I to IGFBP3 (ng/mg)
Paternal height-SDS
Maternal height-SDS
Target height-SDS

53.6 = 23.9 (n = 85)
—-1.44 =118 (n = 117)
—1.10 = 1.06 (n = 117)
—1.35 = 0.87 (n = 117)

62.3 = 30.4 (n = 69)
—1.37 = 1.03 (n = 120)
—1.20 = 1.10 (n = 120)
—1.22 = 0.83 (n = 120)
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TABLE 2. d3/fl-GHR genotype frequencies in ACPNH according to their height SDS values and in short SGA patients

Adult control population SGA patients
Height-SDS =+2and >+1 =+land>-1 =-land=-2 = +2and= -2 —-3.26 +0.74
Number of subjects 59 170 289 247
Frequency d3/d3 (n) 15.3% (9) 18.2% (31) 6.7% (4) 15.2% (44) 11.3% (28)
Frequency d3/fl (n) 59.3% (35) 53.5% (91) 68.3% (41) 57.8% (167) 44.5% (110)
Frequency f1/fl (n) 25.4% (15) 28.3% (48) 25.0% (15) 27.0% (78) 44.2% (109)
P (x° test) P < 0.0001 vs. adults = +2 and = -2
d3 allele frequency 0.40 0.45 0.41 0.44 0.34
f1 allele frequency 0.60 0.55 0.59 0.56 0.66
HWE (x*) 10.28 2.054 11.088 8.535 0.033
(P value) (P <0.01) (0.5>P>0.1) (P < 0.001) (P <0.01) (P >0.5)

ulation (n = 289), the tallest group (height = +2 SDS and >
+1SDS, n = 59), and the intermediate height group (height =
+1 SDS and > —1 SDS, n = 170) (Table 2). However, in the
shortest group (height = —1 SDS and = —2 SDS, n = 60), the
frequency of d3/d3 genotype was lower and did not reach
statistical significance (Table 2). Allele frequencies were sim-
ilar in the three groups. Genotype frequencies reached HWE
in the intermediate height group but not the tallest and
shortest height groups (Table 2). Mean values of adult height-
SDS were higher (although not statistically significant) in the
d3/d3 genotype group: +0.03 * 0.85 SDS for the d3/d3,
—0.09 = 1.06 SDS for the d3/fl, and —0.10 * 1.04 SDS for the

fl/fl genotypes.

Short non-GH-deficient SGA population

Similar d3/fl-GHR genotype frequencies were found in
both sexes and were significantly different from those in
ACPNH, with a higher frequency of fl/fl genotype (P <
0.0001) (Table 2). Genotype frequencies were in perfect HWE
(Table 2).

No significant differences were found for mean values of
birth weight-SDS, birth length-SDS, height-SDS, BMI-SDS,
PGV (in centimeters and SDS), IGF-I-SDS, IGFBP-3-SDS, and
IGF-I to IGFBP-3 ratio at inclusion into the study according
to the three genotypes (data not shown). However, a statis-
tically significant difference was found for target height-SDS
(P = 0.04) and paternal height-SDS (P = 0.03), with these
mean values being lower in subjects with 43/d3 genotype and
higher in subjects with fI/fl genotype. A similar trend, al-
though not statistically significant, was observed for mater-
nal height-SDS (Fig. 1).
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Fic. 1. Paternal (PH-SDS), maternal (MH-SDS), and target (TH-
SDS) heights in SDS in short non-GH-deficient SGA patients accord-
ing to patient’s d3-GHR genotypes. *d3/d3 < fl/fl (P = 0.03 for PH-
SDS and P = 0.04 for TH-SDS).

Comparison of d3-GHR genotype frequencies with
previous reports

Previously reported d3/fI-GHR genotype frequencies in
control populations were limited to adult control popula-
tions described by Pantel et al. (2), Dos Santos et al. (3), and
Binder et al. (4); however, apart from mentioning that the
population had normal heights (3), no precise data were
given for association with heights. Although no statistical
analysis can be made at this point (Table 3), data comparison
appeared to reveal similar frequencies of heterozygous ge-
notypes, except for our shortest height control group,
whereas homozygous d3/d3 genotype frequency varied con-
siderably with the lowest frequencies in our shortest height
ACPNH and the short SGA group. In addition, the fI/fl ho-
mozygous genotype frequency was the lowest in our entire
control population.

Discussion

Skeletal growth and attainment of adult height are mul-
tifactorial phenomena in which genetic disposition, nutri-
tion, homeostasis, hormones, and growth factors interact.
Among these factors, GHR plays an important role, and
loss-of-function mutations in the GHR gene lead to growth
delay during infancy, childhood, and adolescence and short
stature in adulthood (13-15). Expression of exon 3-retaining
and -excluding GHR mRNA isoforms was first shown to be
tissue and cell specific (1) and subsequently to correspond to
an individually inherited pattern (2), with the exon 3-deleted
allele resulting from an ancestral homologous recombination
between two retroelements flanking exon 3. Although the
exon 3-deleted isoform has been shown not to alter human
GH binding (16, 17), the crystal structure of this region has
not yet been modeled (18). Possible functional implications
of GHR exon 3-deleted allele expression have only been
described in vitro in transfected HEK293 cells, with the d3-
GHR isoform showing increased response to GH with re-
spect to the fl isoform (3). Several clinical studies have related
the d3/fl-GHR polymorphism to the degree of response to GH
therapy in GH-deficient (5), short GH nondeficiency (3), SGA
(3), and Turner syndrome patients (4). Nevertheless, a recent
study in GH-deficient patients did not seem to detect a dif-
ferent growth response to GH therapy as being related to
several GHR gene polymorphisms, including the d3 deleted
allele (6). Furthermore, our study in a subset of short non-
GH-deficient SGA patients failed to demonstrate an effect of
the d3/fI-GHR genotypes on the magnitude of growth re-
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TABLE 3. d3/fl-GHR genotype frequencies in control and patient studies

Studies Type of subjects NO.' of d3-GHR genotypes (%)
subjects d3/d3 d3/fl flifl
Pantel et al. (2) Unrelated control individuals 150 9 33 58
Dos Santos et al. (3) SGA and ISS (cohort 1) 76 21 31 47
Dos Santos et al. (3) SGA and ISS (cohort 2) 96 8 39 52
Dos Santos et al. (3) Control adults of normal height® 283 NR NR NR
Jorge et al. (5) GHD 75 12 41 47
Binder et al. (4) Controls® 62 15 40 45
Binder et al. (4) Turner syndrome 53 20 30 50
Binder et al. (4) SGA 60 14 38 48
Present study Controls (height SDS between —2 and + 2 SDS) 289 15.2 57.8 27.0
Present study Controls (height SDS = +2 and > +1 SDS) 59 15.3 59.3 254
Present study Controls (height SDS = +1 and > —1 SDS) 170 18.2 53.5 28.3
Present study Controls (height SDS = —1 and = -2 SDS) 60 6.7 68.3 25.0
Present study SGA® 247 11.3 44.5 44.2

NR, Not reported; ISS, idiopathic short stature; GHD, GH deficiency.

“ Height SDS not reported.

® d3/flI-GHR genotype frequencies significantly different from controls (—2 to +2 SDS) (P < 0.0001).

sponse to 2 yr of GH therapy, possibly because the GH dose
was higher than that previously reported in other studies (7).

Because adult height distribution in normally growing
populations of both sexes presents a wide range of variation
(23 cm in women and 27 cm in men) (9, 11), and differences
between populations with different ethnic backgrounds have
been described (19-21), the question arises as to whether the
d3/fl-GHR polymorphism would contribute as a factor,
among others, to explain these differences.

The adult height population evaluated by us included a
considerable number of subjects of both sexes with heights
normally distributed within normal range, between —2 and
+2 SDS. Although no statistically significant differences in
mean height-SDS values among the three d3-GHR genotypes
could be found, a trend toward the lowest values in the fI/fl
genotype and the highest in the d3/d3 genotype was ob-
served. The frequency of d3/d3 genotype was similar in the
tallest and intermediate height groups (height-SDS values =
+2and > +1and = +1 and > —1, respectively) and almost
twice as frequent in both as in the shortest height group
(height-SDS values = —1 and = +2), although differences
did not reach statistical significance. By contrast, the fre-
quency of the fI/fl genotype was similar in all three height
SDS groups. Whether the lower d3/d3 genotype frequency
observed in the shortest height group could contribute to
explaining, in part, the shortest adult height observed in it
will require further studies.

Differences between normal height control populations
and short SGA patients were not detected in French (3) or
German (4) studies; however, no description of height range
distribution in controls was presented. Our data show that
d3/fl-GHR genotype frequencies in short SGA children differ
statistically and significantly from those in the adult control
population. The fI/fl genotype is approximately twice as fre-
quent in short SGA children as the normal adult height
control population and d3/d3 genotype less frequent. These
data suggest that, in addition to the multiple factors that may
contribute to short stature in SGA children with normal GH
response to acute stimuli, the d3/f-GHR polymorphism
might be considered an additional one because a higher
frequency of the biologically less active genotype (fI/fl) was

observed in this population in our study. If a different re-
sponsiveness to GH according to the d3/fI-GHR genotypes is
confirmed in human target cells for GH, this would mean
that homozygous fI-GHR subjects would be less responsive
to GH than those homozygous d3-GHR. In the context of
adequate-for-gestational-age individuals with normal pitu-
itary secretion, this would probably have no major or mea-
surable effect on growth; however, it could be that in short
SGA children with normal GH secretion according to acute
GH secretion stimulation tests, the homozygous fl-GHR sub-
jects found it more difficult to recover the intrauterine
growth delay, which could explain why they are more fre-
quent among the short SGA population.

Mean values of birth weight-SDS, birth length-SDS,
height-SDS, and spontaneous growth velocity-SDS observed
in short SGA children with normal response to an acute GH
stimulus were similar in the three d3/fI-GHR genotypes.
These data suggest that, although d3/fI-GHR genotype may
contribute to the height differences observed between ade-
quate-for-gestational-age normally growing children and
short SGA children, as discussed above, they do not con-
tribute to explaining differences occurring during fetal and
postnatal growth in short SGA children.

Target and paternal heights of short SGA children showed
significant differences according to their offsprings’ d3/fl-
GHR genotypes, with d3/d3 having the shortest paternal and
target height-SDS and fI/fl the tallest; a similar trend was
observed for maternal height-SDS, although differences were
not statistically significant. Could the lowest target height in
children with the d3/d3 genotype explain why they were
unable to recover growth delay more efficiently?

We found a certain percentage of inaccuracy in genotype
assignment with the multiplex competitive PCR described by
Pantel et al. (2), with the homozygous d3/d3 and heterozygous
d3/fl genotypes being reassigned after a second PCR for f]
allele amplification. Inaccuracy of the technique of Pantel et
al. (2) in amplifying the fI allele has also been recently re-
ported by Horan et al. (22), who compared this technique
with a real-time quantitative PCR technique and described a
30% descent in homozygous d3/d3 genotypes by the quan-
titative PCR technique. DNAs from our control and SGA
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populations were processed consecutively with the same
criteria. Whether differences between the present and pub-
lished studies could correspond to genetic differences among
populations or technical differences remains to be clarified.
Genotype frequencies were in HWE in SGA children and the
intermediate height group of the ACPNH but were not so in
the extremes of the ACPNH. ACPNH was recruited from the
Barcelona area, whereas SGA children stemmed from the
whole country. Eighty-four of the 247 SGA children origi-
nated from Catalonia and their d3/fI-GHR genotypes pre-
sented identical frequencies and HWE to the remaining 163
SGA children (data not shown), thus confirming comparison
adequacy with the ACPNH. However, even though Spain
did not receive significant immigration flows for centuries
until recent years and because we did not perform a genomic
control analysis of the studied populations, we cannot rule
out the risk of stratification (23, 24), which, in our control and
patient populations, could explain in part the differences
observed in d3/fI-GHR genotype frequencies between them.

In summary, our data showed significant differences in the
frequency distribution of the d3/fl-GHR polymorphism ge-
notypes between a normally distributed adult height pop-
ulation and short SGA children, with the biologically less
active genotype (fl/fl) being increased in SGA patients. In
addition, SGA patients with the homozygous d3/d3 genotype
presented the lowest paternal and target heights, whereas
those with the homozygous fl/fl presented the highest. These
data suggest that the d3/fl-GHR polymorphism might be
considered among the factors that contribute to the pheno-
typic expression of growth, although a differential response
to GH according to the d3/fl alleles carried in human target
cells, such as chondrocytes obtained early postmortem or
peripheral blood lymphocytes, and any molecular mecha-
nisms involved remain to be demonstrated.

Acknowledgments

**Members of the Spanish SGA Study Group included: J. Ajram, A.
Aragones, A. Arroyos, A. Balaguer, M. J. Ballester, J. Bel, M. V. Borras,
J. Bosch, N. Cabrinety, M. Caimari, M. Camprubi, P. Cantero, R. Cariete,
G. Cao, G. Carreras, R. Corripio, A. De Ureta, C.]. De. Valle, R. Espigares,
A. Feliu, C. Fernandez, J. Ferragut, A. Ferrandez, A. Ferrer, M. E. Gal-
lego, A. Gémez, ]J. P. Gonzélez, R. Gracia, G. Grau, M. Gussiny¢, P.
Gutierrez, M. T. Herrdez, L. Ibéfiez, J. I. Labarta, J. L. Lechuga, G. Lledo,
A. Llusa, R. Lépez, J. P. Lépez-Siguero, L. Lorenzo, C. Luzuriaga, A.
Mainou, M. V. Marcos, M. J. Martinez-Aedo, P. Martul, E. Mayayo, A.
Montesdeoca, R. Nosas, A. Oliver, M. J. Pisonero, N. Pons, J. M. Rial, I.
Rica, S. Rite, J. Rodrigo, F. Rodriguez Hierro, A. Rodriguez, I. Rodriguez,
A.Romo, J. Sanchez del Pozo, E. Sastre, B. Sinués, B. Sobradillo, J. Tacons,
A. Vela, and E. Vicens-Calvet.

Francisco Hernandez from EUROCLIN Pfizer Spain is acknowledged
for useful statistical contribution. Christine O’Hara is acknowledged for
useful help with the English version of the manuscript.

Received April 17, 2006. Accepted September 18, 2006.

Address all correspondence and requests for reprints to: Laura Audji,
Unidad Investigacién Endocrinologia Pediatrica, Hospital Vall d’Hebron,
Paseo Vall d'Hebron 119, 08035 Barcelona, Spain. E-mail: laudi@ir.
vhebron.net.

This work was supported by grants from the Institute of Health
Carlos III; La Red de Centros en Metabolismo y Nutricién (C03/08); FIS
PI-020803 from Ministerio de Sanidad y Consumo, Madrid, Spain; and
Pfizer Spain. C.E. was the recipient of a postdoctoral fellowship from the
Departament Universitats, Recerca i Serveis per a la Informaci6, Barce-
lona, Spain. A.P.-A. is the recipient of a fellowship (Beca de Formacién

Audi et al. ® d3/fI-GHR Polymorphism in SGA Children

postdoctoral) from Institut de Recerca Hospital Universitari Vall
d’Hebron, Barcelona, Spain.

References

1. Urbanek M, MacLeod JN, Cooke NE, Liebhaber SA 1992 Expression of a
human growth hormone (hGH) receptor isoform is predicted by tissue-specific
alternative splicing of exon 3 of the hGH receptor gene transcript. Mol En-
docrinol 6:279-287

2. Pantel J, Machinis K, Sobrier ML, Duquesnoy P, Goossens M, Amselem S
2000 Species-specific alternative splice mimicry at the growth hormone re-
ceptor locus revealed by the lineage of retroelements during primate evolution.
J Biol Chem 275:18664-18669

3. Dos Santos C, Essioux L, Teinturier C, Tauber M, Goffin V, Bougneres P 2004
A common polymorphism of the growth hormone receptor is associated with
increased responsiveness to growth hormone. Nat Genet 36:720-724

4. Binder G, Baur F, Schweizer R, Ranke MB 2006 The d3-growth hormone
receptor polymorphism is associated with increased responsiveness to GH in
Turner syndrome and short SGA children. ] Clin Endocrinol Metab 91:659-664

5. Jorge AAL, Marchisotti FG, Montenegro LR, Carvalho LR, Mendon¢a BB,
Arnhold IJP 2006 Growth hormone (GH) pharmacogenetics: influence of GH
receptor exon 3 retention or deletion on first-year growth response and final
height in patients with severe GH deficiency. J Clin Endocrinol Metab 91:
1076-1080

6. Pilotta A, Mella P, Filisetti M, Felappi B, Prandi E, Parrinello G, Notaangelo
LD, Buzi F 2006 Common polymorphisms of the growth hormone (GH)
receptor do not correlate with the growth response to exogenous recombinant
human GH in GH deficient children. ] Clin Endocrinol Metab 91:1178-1180

7. Carrascosa A, Esteban C, Espadero R, Fernandez-Cancio M, Andaluz P,
Clemente M, Audi L, Wollmann H, Fryklund L, Parodi L, the Spanish SGA
Study Group 2006 The d3-growth hormone receptor polymorphism does not
influence the effect of GH treatment (66 ug/k/day) or the spontaneous growth
in short non-GH-deficient small for gestational-age children: results from a
two-year controlled prospective study in 170 Spanish patients. ] Clin Endo-
crinol Metab 91:3281-3286

8. Hernindez M, Sanchez E, Sobradillo B 2000 Curvas y tablas de crecimiento.
In: Argente J, Carrascosa A, Gracia R, Rodriguez F, eds. Tratado de endocri-
nologia pediétrica y de la adolescenciaqq. 2nd ed. Barcelona: Doyma; 1441—
1499

9. Carrascosa A, Yeste D, Copil A, Gussinye M 2004 Secular growth changes.
Weight, height and body mass index values in infant, children, adolescents and
young adults from Barcelona population. Med Clin (Barc) 123:445-451

10. Carrascosa A, Yeste D, Copil A, Almar J, Salcedo S, Gussinyé M 2004
Anthropometric growth patterns of preterm and full-term newborns (24—-42
weeks’ gestational age) at the Hospital Materno-Infantil Vall d’"Hebron (Bar-
celona) (1997-2002). An Pediatr (Barc) 60:406-415

11. Ferrandez-Longas A, Baguer L, Labarta JI, Labena C, Mayayo E, Puga B,
Rueda C, Ruiz-Echarri M 2005 Longitudinal study of normal Spanish children
from birth to adulthood (anthropometric, pubertal, radiological and intellec-
tual data). Pediatr Endocr Rev 2(Suppl 4):423-559

12. Stallings-Mann ML, Ludwiczak RL, Klinger KW, Rottman F 1996 Alternative
splicing of exon 3 of the human growth hormone receptor is the result of an
unusual genetic polymorphism. Proc Natl Acad Sci USA 93:12394-12399

13. Goddard AD, Covello R, Luo SM, Clackson T, Attie KM, Gesundheit N,
Rundle AC, Wells JA, Carlsson LM 1995 Mutations of the growth hormone
receptor in children with idiopathic short stature. N Engl ] Med 333:1093-1098

14. Sanchez J, Perera E, Baumbach L, Cleveland W 1998 Growth hormone re-
ceptor gene mutations in children with idiopathic short stature. J Clin Endo-
crinol Metab 83:4079-4083

15. Rosenfeld RG, Hwa V 2004 New molecular mechanism of GH resistance. Eur
J Endocrinol 151(Suppl 1):511-S15

16. Sobrier ML, Duquesnoy P, Duriez B, Amselem S, Goossens M 1993 Expres-
sion and binding properties of two isoforms of the human growth hormone
receptor. FEBS Lett 319:16-20

17. Urbanek M, Russell JE, Cooke NE, Liebhaber SA 1993 Functional charac-
terization of the alternatively spliced, placental human growth hormone re-
ceptor. ] Biol Chem 268:19025-19032

18. de Vos AM, Ultsch M, Kossiakoff AA 1992 Human growth hormone and
extacellular domain of its receptor: crystal structure of the complex. Science
255:306-312

19. Fredriks AM, van Buuren S, Burgmeijer RJ, Meulmeester JF, Beuker RJ,
Brugman E, Roede M]J, Verloove-Vanhorick SP, Wit JM 2000 Continuing
positive secular growth change in The Netherlands 1955-1997. Pediatr Res
47:316-323

20. Wright CM, Booth IW, Buckler JM, Cameron N, Cole TJ, Healy M]J, Hulse
JA, Preece MA, Reilly JJ, Williams AF 2002 Growth reference charts for use
in the United Kingdom. Arch Dis Child 86:11-14

21. Wikland KA, Luo ZC, Niklasson A, Kerlberg J 2002 Swedish population-
based longitudinal reference values from birth to 18 years of age for height,
weight and head circumference. Acta Paediatr 91:739-754

22. Horan M, Newsway V, Lewis YMD, Easter TE, Rees DA, Mahto A, Millar

20z udy 01 uo 1s9nB Aq 0899G9Z/8E0S/Z L/ 16/I0IME/WS0l/0Y"dNO"0ILLSPEDE//:SARY WO PAPEOUMOQ



Audi et al. ® d3/fI-GHR Polymorphism in SGA Children

23.

DS, Procter AM, Scanlon MF, Wilkinson IB, Hall IP, Wheatley A, Blakey J,
Bath PMW, Cockcroft JR, Krawczak M, Cooper DN 2006 Genetic variation
at the growth hormone (GH1) and growth hormone receptor (GHR) loci as a
risk factor for hypertension and stroke. Hum Genet 119:527-540

Freedman ML, Reich D, Penney KL, McDonald GJ, Mignault AA, Patterson
N, Gabriel SB, Topol EJ, Smoller JW, Pato CN, Pato MT, Petryshen TL,

24.

J Clin Endocrinol Metab, December 2006, 91(12):5038—-5043 5043

Kolonel LN, Lander ES, Sklar P, Henderson B, Hirschhorn JN, Altshuler D
2004 Assessing the impact of population stratification on genetic association
studies. Nat Genet 36:388-393

Marchini J, Cardon LR, Phillips MS, Donnelly P 2004 The effects of human
population structure on large genetic association studies. Nat Genet 36:
512-517

JCEM is published monthly by The Endocrine Society (http://www.endo-society.org), the foremost professional society serving the
endocrine community.

20z udy 01 uo 1s9nB Aq 0899G9Z/8E0S/Z L/ 16/I0IME/WS0l/0Y"dNO"0ILLSPEDE//:SARY WO PAPEOUMOQ



